Table S1: List of 28 candidate genes related to BW resistance.

The genes which showed statistically significant difference in expression levels between YCM334 and
Taean were indicated in bold.

Gene name Annotation Reference note
CA02g09500 Polyprotein

CA03g04340  Putative CC-NBS-LRR resistance protein
CA04g00830  Phosphatidylinositol 4-kinase, putative

CA04g02500  Detected protein of unknown function
PREDICTED: probable LRR receptor-like

CA05g02730 serine/threonine-protein kinase highly polymorphic
At3g47570-like [Solanum tuberosum] Kang et al. 2016 genes4bet\()iveen

CA06g11250 Detected protein of unknown function YCM334 and Taean
by non-syn" SNPs

CA10g15480 Putative disease resistance protein

CA12g02380 N-like protein

PREDICTED: probable LRR receptor-like
CA12g02650 serine/threonine-protein kinase
At4g36180-like [Solanum lycopersicum]

CA12g20430 Putative disease resistance protein

CA02g28670 beta-galactosidase 4

CA03g23820 beta-galactosidase 4

CA03g17620 beta-galactosidase 4 polymorphic genes
between YCM334

CA07g10490 lipid transfer protein 1 and Taean by non-

NAD(P)-binding Rossmann-fold Kang et al. 2016 syn” SNPs that

CA08g06650 ; . were differentially
superfamily protein
expressed between
CA10g08470 lipid transfer protein 1 KC350 and Chilbok

CA10g18310 FAD/NAD(P)-binding oxidoreductase
Disease resistance protein (CC-NBS-LRR

CA12g19770 class) family
CA03g00810 Tobacco mosaic virus
CA03g29040 Alternaria stem canker
pepper homologs
lymorphic
CA06200990 Nematode (root knot POTYMOTD
g ematode (root knot) between YCM334
. and Taean by non-
CA07g01930 Fungal disease Kang et al. 2016 syn® SNPs where
. disease related
CA11g02030 Bacterial speck QTLs have been
) mapped in tomato
CA12g06200 Bacterial spot

CA12g07610 Leaf mold




CA04g03400  Calcium-binding EF-hand family protein

candidate DEGs
xyloglucan endotransglucosylase Hwang et al. related to BW
CA12g20490 (Precursor) 2011 resistance between
lool KC350 and Chilbok
CA12g20500 xyloglucan

endotransglucosylase/hydrolase protein 16

Non-syn”: non-synonymous



Table S2: Band polymorphisms of CAPS markers and BW resistance on a RIL population.

The band polymorphisms of YCM334 and Taean were indicated by a and b, respectively. The level of BW resistance was scored from 1 (resistance) to 5
(susceptible). N/A indicates data not available.

Genotype CA04g02500 CA03g23820 Phenotype Genotype CA04g02500 CA03223820 Phenotype
YCM334 a a 1 YT108 b a N/A
Taean b b 5 YT109 b b 2
YT4 b b 3 YT110 b b 2
YT7 a b 2 YTI111 a b 2
YTS8 a b 2 YT112 b 1
YT9 b b 2 YT113 b b 2
YT10 b b 3 YT114 a a 3
YTI11 b b 3 YTI115 a a 4
YTI12 b b 4 YT116 b b 4
YTI3 a a 5 YT118 b b 3
YTI5 a b 2 YT120 b b N/A
YTI18 b a 3 YTI121 b a 3
YT19 a b 2 YT122 a b 4
YT20 b a 5 YT123 a b 2
YT21 b a 2 YT124 a b 5
YT22 a a 2 YT126 b a 3
YT23 b a 2 YT127 a b 3
YT24 b a 2 YT129 b a 4
YT25 b b 3 YT130 a a 1
YT26 a a 2 YT131 a b 2
YT27 a b 5 YT132 b a 4
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(A) (B)

Fig. S1: Validation of CAPS marker using a RIL population.

The CAPS markers for (A) CA04g2500 and (B) CA03g23820 had band polymorphism among the RIL population. The band polymorphism for CA04g2500 was
significantly associated with BW resistance (p <0.05). Y and T indicate YCM334 and Taean, respectively.



Homologous superfamilies
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o » Homologous superfamily
Domains and repeats
L] » Domain
Detailed signature matches
@ IPR027417  P-loop containing nucleoside triphosphate hydrolase
[E——] » S5F52540 (P-loop co..)
[0 IPR036388 Winged helix-like DNA-binding domain superfamily
[ » G3ADSA1.10.10.10

[ IPR032675 Leucine-rich repeat domain superfamily
» G3DSA:3.80.10.10

@ IPR021929 Late blight resistance protein R1

C ) » PF12061 (NB-LRR)

@ IPR002182 NB-ARC
C— » PFO0331 (NB-ARC)

Fig. S2: Annotation of CA10g15480 using Interproscan



